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Obijetivo

Conocer los principales aspectos necesarios para
evaluar, filtrar, corregir y validar conjuntos de
datos de biodiversidad.
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Obijetivos

v éQué tengo mirar?
v éCdmo comprobar los datos?
v éQué tengo que descartar?

v’ éQué tengo que corregir y como puedo hacerlo?
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Obijetivos

v éQué tengo mirar?
v éCdmo comprobar los datos?
v éQué tengo que descartar?

v’ éQué tengo que corregir y como puedo hacerlo?

Ausencia de informacion / Informacidon incompleta / Informacidn incorrecta
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Obijetivos

v'éPara qué?

|# GBIF INTEGRATED PUBLISHING TOOLKIT!"™ emai |lpassword || login | ENGLISH

free and open access to biodiversity data

Hosted resources available through this IPT

Filter:
Logo Name » Organization Type Subtype Records Last Last Next
modified publication publication
- Algae (S) GBIF-Sweden Occurrence Specimen 15,953 2021-04-01 2016-01-05 -
- Artportalen (Swedish ArtDatabanken Occurrence Observation 80,765,776 2021-04-09 2021-04-09 2021-04-16
Species Observation 15:00:18
System)
- Axel W. Erikssons African GBIF-Sweden Occurrence Specimen 1,000 2021-03-30 2020-12-08 —
Bird Collection at
Vénersborg Museum
- Beetles (LSM) GBIF-Sweden Occurrence - 13,450 2021-03-18 2021-03-18 -
- Bird Collection of GBIF-Sweden Occurrence  Specimen 2,530 2017-09-18 2017-08-16 -

Helsingborg Museums
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Obijetivos

Ronquillo et al. Ecology and Evolution.
2023;13:e10786.
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v'éPara qué?
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Obijetivos
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v'éPara qué?
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Ronquillo et al. Ecology and Evolution.
2023;13:e10786.

Rodrigues et al. 2022. Ecological Informatics
https://doi.org/10.1016/j.ecoinf.2022.101625
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Herramientas:

N
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Herramientas:

e ©
"" i“:) 1" 7 i“ t I O

(

& If at all possible, clean your data using code. Cleaning data manually is
error prone
difficult to check/reproduce
time consuming

3 s
2.8 Crystal Lewis
i

Should you clean data by
hand?

Run, or he's going to tell us about
again!

B No
T No, but in blue
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Herramientas:

®Studio®
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Herramientas:

éSé usar Excel?
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Herramientas: 5Sé usar Excel? X

. Abrir un archivo de texto (CSV, TSV)
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Herramientas: :Sé usar Excel?

 Abrir un archivo de texto (CSV, TSV)
 Separadores de campo: tabuladores = ‘\t’

comas

A B C D E F G H I J K

(i )
species""infraspecificEpithet""taxonRank""scientificName""verbatimScientificName""verbatimScientificNameAuthorship""identified By" p u nto y CO m a *
Pinaceae"Pinus""Pinus sylvestris""""SPECIES""Pinus sylvestris L.""Pinus sylvestris L.""L.""E.M. Vazquez" ’

family"genus

Cupressaceae"Juniperus""Juniperus communis""hemisphaerica""SUBSPECIES"" Juniperus communis subsp. hemisphaerica (Jacq. & C.Presl) Nyman""Juni

Cupressaceae"Juniperus""Juniperus communis""alpina""SUBSPECIES""Juniperus communis subsp. alpina (Suter) Celak.""Juniperus communis L. subsp. al
Pinaceae"Pinus""Pinus sylvestris""""SPECIES""Pinus sylvestris L.""Pinus sylvestris L.""L.""™"

Pinaceae"Pinus""Pinus pinea""""SPECIES""Pinus pinea L.""Pinus pinea L.""L.""™

Cupressaceae"Juniperus""Juniperus oxycedrus""""SPECIES""Juniperus oxycedrus L.""Juniperus oxycedrus L.""L."™

Pinaceae"Pinus""Pinus halepensis""""SPECIES""Pinus halepensis Mill.""Pinus halepensis Mill.""Mill."""

Cupressaceae"Cupressus""Cupressus sempervirens""""SPECIES"" Cupressus sempervirens L.""Cupressus sempervirens L.""L."""

Pinaceae"Pinus""Pinus pinaster™""SPECIES""Pinus pinaster Aiton""Pinus pinaster Aiton""Aiton™""

Cupressaceae"Juniperus""Juniperus communis""""SPECIES""Juniperus communis L.""Juniperus communis L.""L.""™"

Cupressaceae" Juniperus""Juniperus thurifera™"""SPECIES""Juniperus thurifera L.""Juniperus thurifera L.""L.""™"
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Herramientas: :Sé usar Excel?

1 Abrir un archivo de texto (CSV, TSV)

Asistente para importar texto - paso 2 de 3 ? X
j Se p a ra d O re S d e Ca m p O ®  Esta pantalla le permite establecer los separadores contenidos en los datos. Se puede ver como cambia el texto en la vista previa.
’ Separadores
Tabulacion
[ ] punto y coma [ considerar separadores consecutivos como uno solo
[:] Coma - [
A B C D E 3 E] Espacio Calificador de texto: v
family"genus""species""infraspecificEpithet""taxonRank""scientificName""verbatimScientifi. [ gtro:
Pinaceae"Pinus""Pinus sylvestris""""SPECIES""Pinus sylvestris L.""Pinus sylvestris L.""L.""E.M.
Cupressaceae"Juniperus""Juniperus communis""hemisphaerica""SUBSPECIES"" Juniperus con
Cupressaceae"Juniperus""Juniperus communis""alpina""SUBSPECIES""Juniperus communis s
Pinaceae"Pinus""Pinus sylvestris""""SPECIES""Pinus sylvestris L.""Pinus sylvestris L.""L.""™"
Pinaceae"Pinus""Pinus pinea""""SPECIES""Pinus pinea L.""Pinus pinea L.""L.""™ Vista previa de los datas
Cupressaceae"Juniperus""Juniperus oxycedrus™"""SPECIES""Juniperus oxycedrus L.""Juniper
Pinaceae"Pinus""Pinus halepensis""""SPECIES""Pinus halepensis Mill.""Pinus halepensis Mill." brpifip atasetHey ccurrenceID ingdom phylum
Cupressaceas" Cupressus™ Cupressus sempervirens™™'SPECIES" Cupressus sempenvirens L [L0334707 Fracteomraeoes nooomoonssenssosn fmsumanioney - e Fracheopniee |
Pinaceae"Pinus""Pinus pinaster™"""SPECIES""Pinus pinaster Aiton""Pinus pinaster Aiton""Aitg [f57365043 [E9:f2c83-1e3c-40c8-9437-39ce3d3d462c JRJIC:BG URJC:88 - 1 lantae [Tracheophyta
2B8786€709 [fakb4cb99-802a-4bfc-8a59-fc7515001kfa GRAMA:IFN3:462510 lantae [[racheophyta

Cupressaceae"Juniperus""Juniperus communis""""SPECIES""Juniperus communis L.""Junipen hss7z39s61 lFan4cses—507a—4bfo—8a59—feT515001bfa MAGRAME : TFNS : 430344
Cupressaceae"Juniperus""Juniperus thurifera™""SPECIES""Juniperus thurifera L.""Juniperus t

lantae [[racheophyta
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Herramientas: :Sé usar Excel?

decimallatitude ~ | decimalLongitude v | coordinateUncertaint,
. . 403,638 -42,837 25.0
 Abrir un archivo de texto (CSV, TSV) 00
’ 403,645 -42,131 25.0
403,646 -42,013 25.0
j 403,661 -3.92
Separadores de campo
403,662 -40,364 25.0
403,667 -39,893 25.0
j S 4 b I d d M | 403,675 -4.31
IMPDOIO de decCimales 403,697 ETRTTIEET
403,697 -35,182 25.0
403,704 -4,071,549 5197.0
403,722 -4,331 25.0
403,724 -43,192 25.0
403,725 -43,074 25.0
403,726 -42,957 25.0
403,726 -42,957 25.0
403,729 -42,721 25.0
403,737 -42,014 25.0
403,737 -4,328,028 16.0
403,797 -32,356 25.0
403,806 -42,854
403,812 -43,312 25.0
403,812 -43,312 25.0
403,815 -43,076 25.0
403,816 -42,958 25.0
403,818 -42,841 25.0
403,822 -3,598,478 300.0
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Herramientas:

éSé usar Excel?

Esta pantalla permite seleccionar cada columna y establecer el formato de los datos.

Formato de los datos en columnas

] Abrir un archk osees

— 'General' convierte los valores numéricos en nlmeros, los valores de fechas en fechas y todos los demas
I_J Texto valores en texto.

j Se pa ra d O reS () Fecha: | DMA e Avanzadas...

(_) No importar columna (saltar)

j S I'm bo I O d e C Configuracién avanzada de importacion de text... ? X

Valores predeterminados para reconocer datos numéricos

Separador decimal: | e

] ] Separador de miles: |, e
Vista previa de los datos

Mota: Los nlmeros se mostraran usando las opciones de ndmero

cneral especificadas en el panel de control Configuracion regional. -

datasetEey -l
837acfe?-FT62-11e1-2439-00145=h4! Restablecer Signo menos detras de los nimeros negativos snyra P4 I

534a24794-fT762-11el1-3439-00145=b4! thyta [P3

Spf2cB83-1e3c-40c8-9437-3%9ce3d3d: thyta [P3

fab4c599-802a-4bfc-8a59-£cT751500] | Aceptar | Cancelar thyta [Pd

EEEY T 24599 -802a-4bfc-8a59-fcT7515000 e — —— ghyta [FP]

|
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Herramientas: :Sé usar Excel?

 Abrir un archivo de texto (CSV, TSV)

verbatimScientificName | ~ |verbatimScientifig ~ | countryCof ~ |locality v s
j S r d r d m Pinus halepensis Mill. Mill. ES Colmenar de Oreja N
e p a a O e S e C a p O Pinus halepensis Mill. Mill. ES Villamanrique de Tajo, carretera a Belmonte, finca La Encomienda N
Juniperus oxycedrus L. L. ES PelahustAfAin T
’ o Pinus halepensis Mill. Mill. ES Morata de TajulfAta N

J Simbolo de decimales =
Juniperus communis L. L. ES Cenicientos N
Juniperus communis L. L. ES Cenicientos N
. 2= Juniperus oxycedrus L. L. ES Villa del Prado N
j E n CO d I n 4lI8 Pinus pinaster Aiton Aiton ES Cenicientos N
g I8N Juniperus oxycedrus L. L. ES PeA+a de Cenicientos N
1”8 Juniperus oxycedrus L. L. ES Villa del Prado N
. 45N Pinus halepensis Mill. Mill. ES Arganda del Rey N
DA Juniperus oxycedrus L. L. ES Villa del Prado N

(WI ndOWS’ ASCI I’ UTF-8) 58 Pinus pinaster Aiton Aiton ES o

458 Juniperus communis L. L. ES San MartAfA-n de Valdeiglesias N
SYA Juniperus communis L L. ES Navas del Rey N
158 Juniperus oxycedrus L L. ES Villamantilla N
1N Juniperus thurifera L. L. ES Villaviciosa de OdAfA®n N
20N Pinus pinea L. L. ES Villaviciosa de OdAfA®n N
Pinus pinea L. L. ES Villaviciosa de OdAfA®n N
(224 Pinus pinea L. L. ES San MartAfA-n de Valdeiglesias N
JZEN Pinus pinea L. L. ES San MartAfA-n de Valdeiglesias N
2223 luniperus oxycedrus L. L. ES Colmenar del Arroyo N
BN Pinus pinea L. L. ES San MartAfA-n de Valdeiglesias N
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Herramientas:

éSé usar Excel?

1 Abrir un archivo de
] Separadores de car
J Simbolo de decima

J Encoding

. Mis datos tienen encabezados.
(Windows, ASCI|

Asistente para importar texto - paso 1 de 3

El asistente estima que sus datos son Delimitados.
Si esto es correcto, elija Siguiente, o bien elija el tipo de datos que mejor los describa.

Tipo de los datos originales

Elija el tipo de archivo que describa los datos con mayor precision:
o Delimitadaos

() De ancho fijo

- Caracteres como comas o tabulaciones separan campos.

- Los campos estan alineados en columnas con espacios entre uno y otro.

Windows (AMNSI)
10017

Comenzar a importar en la fila: |1 Origen del archivo:

-

: Ueraniano (Mac)
65000 : Unicode (UTF-7)
65001 : Unicode (UTF-8)
20127 1 us-ascii

1258 @ Vietnamita (Windows)

20005 : Wang Taiwan
S05_SemNargs\GElF_DA TS Iraccd Mo CCUrTEnTes_CAN_FINOPSIE.cs

q

Vista previa del archivo C\Users\Joaquin Hortal\Desktop\NICED_SCEMIC\Cu

gbifIDdatasetKevocourrenceIDkingdomphyvlumclassorderfamilvgenusspeciesinfraspecificEpithettaxon
1045470783 7acfc2-fTe2-11el-a439-00145eb45e9aHS5 :H55:40827PlantacTracheophytaPinopsidaPinalesPinac
G95210902834a4794-f762-11el-a4359-00145cb45c59a8EAGEB28-5282-41 78— 9469 -5ADEBFDe3BDT TPlantacTracheophyta
5T736504355bf2c83-1e3c—40c8-9437-39ce3d3d462cURJC:BG TURJC: 88 - 1PlantaeTracheophytaPinopsidaPinales
T86T709fab4c595-802a-4bfc-8a59-fcT7515001bfaMAGRAMA : TFN3:462510PlantacTracheophytaPinopsidaPinales
T39861fab4c595-802a-4bfc-8a59-fcT7515001bfaMAGRAMA : TFN3:420344PlantacTracheophytaPinopsidaPinales

28
28
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Herramientas: :Sé usar Excel?

J AVISO: Si guardais un archivo sin atender a su formato la siguiente vez
qgue lo abrais o compartais con otro ordenador pueden haber lagrimas

J SIEMPRE mantened una copia con la versién original de los datos

1 SIEMPRE usar y mantener identificadores unicos (gbifID)
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Trabajaremos a dos niveles: ’
®

m

| Taller GBIF.ES: Mejora de la calidad de datos de biodiversidad



Trabajaremos a dos niveles: ’
®

Aprender a validar los datos
generados en el proceso de
investigacion propio o aquellos
recolectados por multiples
investigadores en un proyectoy
detectar los errores mas habituales.
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Trabajaremos a dos niveles:

‘L., Crystal Lewis

- F' If at all possible, clean your data using code. Cleaning data manually is
error prone
difficult to check/reproduce
time consuming

Should you clean data by
hand?

B No
"I No, but in blue

Establecer el tratamiento basico
gue debemos dar a los datos que
descargamos de repositorios
publicos para poder utilizarlos en
nuestra investigacion.
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¢ Qué es un registro biologico?
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¢ Qué es un registro bioldgico?

“Informacion de que un determinado taxon (‘qué’)

Q|
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¢ Qué es un registro bioldgico?

‘Informacion de que un determinado taxon (‘qué’) aparece en una
localizacion especifica (‘donde’)
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¢ Qué es un registro bioldgico?

‘Informacion de que un determinado taxon (‘qué’) aparece en una
localizacion especifica (‘donde’) en un momento dado (‘cuando’)
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¢ Qué es un registro bioldgico?

‘Informacion de que un determinado taxon (‘qué’) aparece en una
localizacion especifica (‘donde’) en un momento dado (‘cuando’) y
recogida por alguien (‘quién’)”
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Atlas of Living
Australia

OCEAN BIOGEOGRAPHIC
INFORMATION SYSTEM

Building a Global Consortium of Bryophytes and Lichens



https://obis.org/
https://www.ala.org.au/
https://www.gbif.org/occurrence
https://www.try-db.org/TryWeb/Home.php
https://bien.nceas.ucsb.edu/bien/

Ciencia

Ciudadana Investigacion

Colecciones _
Literatura




éPor donde empezamos?

e
l.\ Whowants clean dat

I
'-:"
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Trabajando con registros de presencia de especies

5 Planteamiento de trabajo e %
- Necesito hacer un modelo de distribucién 5 el
en la peninsula Ibérica para 10 especies de i PENR
Musgos
Necesito analizar los ‘shortfalls’ en Brazil Y 4
Y 4 usando todas las especies de termitas del
Necesito analizar la distribucién latitudinal < mundo

de todos los musgos de la region templada
del hemisferio norte

e

Necesito hacer modelos predictivos
para saber el nicho de las especies
de los ‘drylands’ en esta checklist

Necesito analizar la distribuciéon de 2
especies de Quercus en la region
mediterranea
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Trabajando con registros de presencia de especies

Planteamiento de trabajo

Necesito hacer un modelo de distribucion
en la peninsula Ibérica para 10 especies de
Musgos

Necesito analizar los ‘shortfalls’ en Brazil Y 4
“ usando te- ’ s de termitas del

an bu€

Necesito analizar la distribucién latitudinal

de todos los musgos de la reg
el b= Os Se
= «que los datos

P

Necesito analizar la distribucion de 2 -
especies de Quercus en la region
mediterranea

Necesito hacer modelos predictivos
para saber el nicho de las especies
de los ‘drylands’ en esta checklist
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Trabajando con registros de presencia de especies

Planteamiento de trabajo

Objetivo

| / éUsando alguna taxonomia concreta? \
¢éEn qué periodo de tiempo?
¢Solo observaciones o todo?

éCon ano de colecta y mes o da igual?

¢Solo en la region nativa o la introducida también?.j
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Trabajando con registros de presencia de especies

Planteamiento de trabajo

éUsando alguna taxonomia concreta?

¢éEn qué periodo de tiempo?

éiSolo observaciones o todo?

¢Con ano de colecta y mes o da igual?

¢Solo en la region nativa o la introducida también?j
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Trabajando con registros de presencia de especies

Numero de
registros

DATA COVERAGE

. DATACERTAINTY

FILTER STRICTNESS

- ———ssssmaa |
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Trabajando con registros de presencia de especies

Numero de

>_
|_
=
= | Precisiony
=
registros =
(]

exactitud

DATA COVERAGE

FILTER STRICTNESS

s |

©

| Taller GBIF.ES: Mejora de la calidad de datos de biodiversidad



Trabajando con registros de presencia de especies
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Trabajando con registros de presencia de especies

Tu eres el protagonista
W o?"' de esta historia, personaliza

P
Q“M tu experiencia profesional
»

ELIGE TU PROPIA
AVENTURA

PROFESIONALES - ORIENTACION

ETPOEP GRANADA
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Trabajando con registros de presencia de especies

A
Records Removed
28,297
gatm;_zdﬁr\;gzaad{) taxa_clean() basic_locality_clean()
remove_duplicates() Records Retained
99,054

Records Removed
Y oce() i " : 106,889
! 4 *\ ‘ 121,654 taxa_clean() basic_locality clean()
/ I remove_duplicates()
Records Retained
14,765
FIGURE 3 Sankey diagrams showing the sum of records retumed for all 25 species after each cleaning step when using (A) gators_download() ffrom
gatoRs and (B) occ() from spocc with the limit set to 100,000, This Sankey diagram was generated using the networkD3 R package (Allaire et al,, 2017) and
was inspired by Panter et al. (2020) (see their Figure 3). The number of records after each processing step can be found in Appendix S6. The spocc logo was
sourced from https://github.com/ropensci/spocc/blob/master/man/figures/logo.png.

Patten et al 2024. Applications in Plant Sciences
10.1002/aps3.11575
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BRITISH

Methods in Ecology and Evolution [ e

SOCIETY

OCCUR Shiny application: A user-friendly
guide for curating species occurrence records

SCAN ME

| Taller GBIF.ES: Mejora de la calidad de datos de biodiversidad



Mark P. Robertson, Vernon Visse

T —

Dozt

Global Ecology and Conservation

PR ——

Original Research Articke

BDcleaner: A workflow for cleaning taxonomic and L)
geographic errors in occurrence data archived in biodiversity ==

databases
Jing fin* Jun Yang 4" * l
ki %

SpeciesGeoCoder: Fast Categorization of Species
Occurrences for Analyses of Biodiversity,
Biogeography, Ecology, and Evolution &

Mats Topel &, & ia Fermanda

ntonell @

li6, Ruud Scharn, Daniele

9y, Volume 66, Issue 2, March 2017, Pages 145-151,
hitps:jjdoi.org,

Published: 02 August 2016 Article istory v

[~ POF BB Splitview 66 Cite P Permissions  «§ Share v

vy

Biogeo: an R package for assessing and improving data quality of
occurrence record datasets

APPUCATION

bdc: A toolkit for standardizing, integrating and cleaning
biodiversity data

ssarolo, Lucas fardim,

APPLICATION Handling Editor: Samanth

CooroINATECLEANER: Standardized cleaning of occurrence
records from biological collection databases

Alexander Zizka'**© | Daniele Silvestro'**© | Toblas Andermann'? |

s
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OCCUR app

SCAN ME

OCCUR

OCCUR app is a "step by step" guide that goes over 5 different modules to curate biodiversity data records. It was created to facilitate the process of filtering, cleaning and
validating occurrence species records from data repositories. This interactive workflow will help the user in the selection of data records between all possibilities depending

@ on their study case, considering their pros and cons. Each module will also display how data certainty and data coverage change when selecting different scenarios of the

application of filtering and cleaning rules.

® Basis of Record INSTRUCTIONS
1. Choose a module of the 5 available in the left panel.

Basis Of Rec - Geography Time Duplicates

2. Select between filters / steps in left-upper box (there are no previous selections marked).

£ Taxonomic

3. Check the "Trade-off" table that will display with each selection in the right-upper box (left panel).
4. Check the "Methods" table that will display with each selection in the right-upper box (middle panel).

5. Check and copy the "R Code" table that will display with each selection in the right-upper box (right

panel).
Q Geographic .

DATA COVERAGE

6. See the bibliography associated in the "References" panel.

'DATA CERTAINTY.

(C] Temporal

7. Check how certainty and data coverage varies with each selection in the left-bottom panel to make
B Duplicates your final selection. Values goes from 0 (minimum certainty or data coverage available) to 1 (maximum
certainty or data coverage available).

X Bralbron 8. Download the final guide to process data and write the methods section based on the selected steps by FI LTE R STRICTN ESS

T module in the "Final report” tab.
€

© ©0 ©

https://ecoinformatic.shinyapps.io/OCCUR/_w_c622ec2c/#shiny-tab-dashboard
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Basis Of Record

V4
5 m o d u | OS d e Nature of the record based on
. the original method of collection
trabajo

Geography

batial information of occurrence records

Time

Presence of a date of collection
in occurrence records and
the definition of temporal ranges

Duplicates

Same information in a combination of
fields to describe various occurrence records

M
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OCCUR app

OCCUR

2» 2. Location check

O Tem poral

1. Check coordinates’ 2. Check coordinates' 3. Check position
precision values of coordinates

Validate each option from low to high strictness:

() a.Are coordinates placed in correct habitat (sea / land)?

@ b.Are coordinates placed in the country assigned?

() . Check position of records that are not placed in the country assigned.

() d. Check records placed in prime meridian or equator countries

() e.Delete or label as potential errors those records whose coordinates are centroids

() f. Skip this step

max

Certainty Data coverage

5 modulos de trabajo

Trade-off Methods R Code

1. Check coordinates 2. Check coordin:
precision values
Pros

Identifies location errors due to signs of coordir

Excludes unreliable records.

Your selection:

Basis Of Record

Nature of the record based on
the original method of collection

1. Previous filters in download process
2. Location check
3. Correct / assign coordinates raphy

to records without them or
errors from previous validations
4. Outliers check

Spatial information of occurrence records

Time
Presence of a date of collection

in occurrence records and
the definition of temporal ranges

Duplicates

Same information in a combination of
fields to describe various occurrence records

*Applying previous filter: *Checking coordinates precision: TRUE

*Checking coordinates value: *Checking coordinates position: TRUE
*Recovering coordinates: *Detecting distributional outliers:
*Detecting environmental outliers:
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Trade-off Methods

Checklist Type

e.g. Taxonomic Name Resolution Service (TNRS); WorldFlora, GBIF back|

Methods

bdc::bdc_query_names_taxadhb [18]

Spatial coverage

e.g. Flora Iberica

Taxonomical coverage

e.g. GBIF backbone name parser rgbif; Global Name Resolver web service

Matching Type

Match taxon names with the exact same spelling [12] (e.g. Taxonstand based on The Plant List)

bdc:bdec_query_names_taxadb suggest_names = FALSE [18]

| Taller GBIF.ES: Mejora de la calidad de datos de biodiversidad



Trade-off Methods

Checklist Type M Eth l:l'dS

H. .cn IE Trade-off Methods R Code

1. Check coordinates 2. Check coordinates 3. Check position

e.g. Taxonomic Name Resolution Service (TNRS); WorldFlora, GBIF back| precision values of coordinates
bdc:bdc_query_names_taxadb [18] n
cords that are not placed in the country assigned
s - . . library(sf) # Pointin polygon analysis
Spatial coverage din prime merldian or equator countries
stential errors those records whose cos d dataframe with occurrences (occData) and shapefile of administrative units (countriesSHP)

e.g. Flora Iberica Copy to clipboard

ints <- st_as_sf(x = occData, coords = c('decimalLongitude’,'decimalLatitude’), crs = “proj=longlat
=WGSE4 +no_defs’)

Copied 4 rows to clipboard

Taxonomical coverage —

< st_join(datapoints, countriesSHP)

e.g. GBIF backbone name parser rgbif; Global Name Resolver web service

Matching Type

Match taxon names with the exact same spelling [12] (e.g. Taxonstand based on The Plant List) y et
our selection:

*Applying previousfilter:  *Checking coordinates precision: TRUE

*Checking coordinates value: *Checking coordinates position: TRUE
*Recovering coordinates: *Detecting distributional outliers:
*Detecting environmental outliers:

bdc:bdec_query_names_taxadb suggest_names = FALSE [18]

Data coverage
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Trade-off Methods

Methods

Checklist Type

R Code

e.g. Taxonomic Name Resolution Service (TNRS); WorldFlora, GBIF back|
bdc::bdc_query_names_taxadhb [18]

cords that are not placed in the country assigned,

Spatial coverage

«din prime meridian or equator countries

Trade-off

Methods R Code

1. Check coordinates 2. Check coordinates

values

3. Check position

precision of coordinates

library(sf) # Point in polygon analysis

stential errors those records whose cos

e.g. Flora Iberica Copy to clipboard

Copied 4 rows to clipboard

d dataframe with occurrences (occData) and shapefile of administrative units (countriesSHP)

ints <- st_as_sf(x = occData, coords = c('decimalLongitude’,'decimalLatitude’), crs = “proj=longlat
=WGSE4 +no_defs’)

< st_join(datapoints, countriesSHP)

Taxonomical coverage

e.g. GBIF backbone name parser rgbif; Global Name Resolver web service

Matching Type

Match taxon names with the exact same spelling [12] (e.g. Taxonstand based on The Plant List)

bd

bdc_query_names_taxadb suggest_names = FALSE [18]

Data coverage

OCCUR app

[1] Jin, J. & Yang, J. (2020). BOcleaner: A workflow for cleaning taxonomic and geographic errors in occurrence data archived in biodiversity databases, Global Ecology and Conservation, 21, 00852, ISSN 2351-9894, See ref
[2] Speed JOM, Bendiksby M, Finstad AG, Hassel K, Kolstad AL, et al. (2018). Contrasting spatial, temporal and environmental patterns in observation and specimen based species occurrence data. PLOS ONE, 13(4): 0196417, See

1- 14, See ref

[13] Vandepitte, L., Bosch, S., Tyberghein, L., Waumans, F., Vanhoorne, B., Hernandez, F., De Clerck
in marine biogeographic databases. Database, Vol. 2014: article ID baul25 See ref

733-740. See ref
[11] Troudet, J., Grandcolas, P., Blin, A.

fignes-Lebbe, R. & Legendre, F. (2017). Taxonomic bias in biodiversity data and societal preferences. Scientific Reports, 7, 9132 See ref

[12] Grenie, M., Berti, E., Carvajal-Quintero, J., Dadlow, G. M., Sagouis, A. & Winter, M. (2022). Harmonizing taxon names in biodiversity data: A review of tools, databases and best practices. Methods in Ecology and Evolution, 00,
1-14. See ref

[13] Vandepitte, L., Bosch, ., Tyberghein, L., Waumans, F., Vanhoorne, B., Hernandez, F., De Clerck, O. & Mees, J, (2015). Fishing for data and sarting the catch: assessing the data quality, completeness and fitness for use of data
in marine biogeographic databases. Database, Vol. 2014: article ID bau125 See ref

4] Chapman, A.D. (2005). Principles and methods of data cleaning - Primary spe
[15] Serra-Diaz, J.M., Enquist, B.J., Maitner, B.

s and species occurrance data, version 1.0. Report for the Global Facility, Copenhagen. See ref
t al. (2017). Big data of tree species distributions: how big and howezagd>

[16] Meiri, 5. (2018). The smartphone fallacy - when spatial data are reported at spatial scales finer than the organ|
[17) Zizka, A., Silvestro, D., Andermann, T., Azevedo, J., Duarte Ritter, C., Edler, D., (...) Antonelli, A. (2019). Coordi
and Evolution, -7. R package version 2.0-20, https://github.com/ropensci/CoordinateCleaner. See ref

[18] Ribeiro, B.R., Velazco, .J., Guidoni-Martins, K., Tessarolo, G., Jardim, L., Bachman, S.P. & Loyola, R. (2022). b
8. See ref

[19] Robertson, M.P., Visser, V. & Hul, C. (2016). Biogeo: an R package for assessing and improving data quality of of
[20] Tessarolo, G., Ladle, R., Lobo, J.M., Rangel, T. & Hortal, J. (2021). Using maps of biogeographical ignorance to
[21] de Lima, R. A. F., Sanchez-Tapla, A., Mortara, S. R., ter Steege, H., & de Siqueira, M. F. (2021). plantR: An R paci
1-8. Seeref
2] Park, D. 5., Xie, Tulaiha, R., & Feng, X. (2022). Artificial Hotspot Occurrence Inventory (|
[23] Arle E, Zizka A, Keil P, et al. (2021). bRacatus: A method to estimate the accuracy and biogeographical status of
[24] Flannery-Suthertand, J. T., Raja, N. B., Kocsis, A, T, & Kiessling, W. (2022). fossilbrush: An R package for auto

Thammavong, H.
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Your selection:

*Applying previous filter:

*Checking coordinates precision: TRUE
“Checking coordinates value: *Checking coordinates position: TRUE
*Recovering coordinates: *Detecting distributional outliers:
“Detecting environmental outliers:
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Trade-off

Checklist Type

Matching Type

1- 14, See ref
[13] Vandepitte, L., Bosch, S., Tyberghein, L., Waumans, F., Vanhoorne, B., Hernandez, F., De Clerck

in marine biogeographic databases. Database, Vol. 2014: article ID baul25 See ref

Methods

Methods

e.g. Taxonomic Name Resolution Service (TNRS); WorldFlora, GBIF back|

bdc::bdc_query_names_taxadhb [18]
Spatial coverage
e.g. Flora Iberica

Taxonomical coverage

e.g. GBIF backbone name parser rgbif; Global Name Resolver web service

Match taxon names with the exact same spelling [12] (e.g. Taxonstand based on The Plant List)

bdc:bdec_query_names_taxadb suggest_names = FALSE [18]

[1] Jin, J. & Yang, J. (2020). BOcleaner: A workflow for cleaning taxonomic and geographic errors in occurrence data archived in biodiversity databases, Global Ecology and Conservation, 21, 00852, ISSN 2351-9894, See ref
[2] Speed JOM, Bendiksby M, Finstad AG, Hassel K, Kolstad AL, et al. (2018). Contrasting spatial, temporal and environmental patterns in observation and specimen based species occurrence data. PLOS ONE, 13(4): 0196417, See

733-740. See ref
[11] Troudet, J., Grandcolas, P., Blin, A., Vignes-Lebbe, R. & Legendre, F. (2017). Taxonomic bias in biodiversity data and societal preferences. Scientific Reports, 7, 9132 See ref

[12] Grenie, M., Berti, E., Carvajal-Quintero, J., Dadlow, G. M., Sagouis, A. & Winter, M. (2022). Harmonizing taxon names in biodiversity data: A review of tools, databases and best practices. Methods in Ecology and Evolution, 00,

1-14. See ref
[13] Vandepitte, L., Bosch, ., Tyberghein, L., Waumans, F., Vanhoorne, B., Hernandez, F., De Clerck, O. & Mees, J, (2015). Fishing for data and sarting the catch: assessing the data quality, completeness and fitness for use of data

Facility, Copenhagen. See ref

in marine biogeographic databases. Database, Vol. 2014: article ID bau125 See ref
[14] Chapman, A.D. (2005). Principles and methods of data cleaning - Primary species and species occurrence data, version 1.0. Report for the Global
Enquist, B.J., Maitner, B. et al. (2017). Big data of tree species distributions: how big and howszagda £ PETEN

[15] Serra-Diaz, J.

[16] Meiri, S. (2018). The smartphone fallacy - when spatial data are reported at spatial scales finer than the organ

[17) Zizka, A., Silvestro, D., Andermann, T., Azevedo, J., Duarte Ritter, C., Edler, D., (...) Antonelli, A. (2019). Coordi

/github.com/ropensci/CoordinateCieaner. See ref

and Evolution, -7. R package version 2.0-20, http:
[18] Ribeiro, B.R., Velazco, 5.J., Guidoni-Martins, K., Tessarolo, G., Jardim, L., Bachman, S.P. & Loyola, R. (2022). be

8. See ref
[19] Robertson, M.P., Visser, V. & Hul, C. (2016). Biogeo: an R package for assessing and Improving data quality of of

[20] Tessarolo, G., Ladle, R., Lobo, J.M., Rangel, T. & Hortal, J. (2021). Using maps of biogeographical ignorance to

ref
[21] de Lima, R. A. F., Sanchez-Tapla, A., Mortara, S. R., ter Steege, H., & de Siqueira, M. F. (2021). plantR: An R paci

1-8. Seeref
[22] Park, D. 5., Xie, Y., Thammavong, H. T, Tulaiha, R., & Feng, X. (2022). Artificial Hotspot Occurrence Inventory (|

[23] Arle E, Zizka A, Keil P, et al. (2021). bRacatus: A method to estimate the accuracy and biogeographical status of
[24] Flannery-Suthertand, J. T., Raja, N. B., Kocsis, A, T, & Kiessling, W. (2022). fossilbrush: An R package for auto

R Code

ords that are not placed in the country assigned.

«din prime meridian or equator countries

Trade-off Methods R Code

1. Check coordinates 2. Check coordinates 3. Check position

precision values of coordinates

library(sf) # Point in polygon analysis

stential errors those records whose cos

Copy to clipboard

Copied 4 rows to clipboard

d dataframe with occurrences (occData) and shapefile of administrative units (countriesSHP)

, crs = “+proj=longlat

ints <- st_as_sf(x= occData, coords = c('decimalLongitude’,'decimalLatitude
=WGSE4 +no_defs’)

{datapoints, countriesSHP)

Bazed on the steps selected in OCCUR App,

*Basis of Record® filter NOT PROVIDED

--------- FINAL REPORT

Data coverage

Your selection:

*Checking coordinates precision: TRUE
*Checking coordinates value: *Checking coordinates position: TRUE
*Recovering coordinates: *Detecting distributional outliers:
*Detecting environmental outliers:

*Applying previous filter:

the summary of methods chose by the user to filter and clean biodiversity records is:

STaxonomical check sums up follewing the steps:

1. Download option NOT PROVIDED

2. The taxonomical source for standardization / harmonization will be:

Type AUTOMATIC)
Spatial coverage REGIONAL;
Taxanomical coverage GENERAL;
using Matching Type EXACT

3. Selecting records identified at ANY taxomomic rank

4. Selecting records with or without authorship information in their scientific name
Including scientific names classified with taxonomical status: NOT PROVIDED

5.

*Geographical check sums up the following the steps:

1. Previcus filters in download process:

2. Location check

NOT CONSIDERED

h 4 Final Report

& Download

es as a measure of their pracision

validations: NOT CONSIDERED

rite this text to avoid conflicts due to plagiarism.
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Caso de estudio:
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Caso de estudio:

Elige un conjunto de datos de GBIF o usa uno propio

Elige alguna validaciones durante estos dias y aplicalas

a tus datos
Anota el numero de registros iniciales y el final

Crea un mapa donde compares la distribucion de

registros inicial y tras validarlos
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Caso de estudio:

Datos de registros de presencia de especies de la clase pinopsida desde 1980

Descartadas subespecies y variedades o no identificadas a nivel de especie

Sélo observaciones humanas

Area Noroeste de la Comunidad de Madrid

Numero de Numero de registros final (azul) = 4066
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